
                                                                                                                                            :     **:   *::   :*: :  
Barren_Encepha -------------------------------------------------------------MSNDD-------------------------------------------------------LGTWLKAAAENKITTKNTWKSTLIDHFTN    34
     Barren_At -----------------MDESLTPNPKQKPASTT---------------TRIQAPTSPFFLGSNDDRLEREQARAA-RAAASRRRSV----------IFARGSQPETESDPCFDKQQILELFQNCIKLASENKINQKNTWELNLIDHLCE   107
  Barren_Oryza -----------------MPAADPATALAPAPTPPPARGTAAGPRL----LLLQSPPPAFPLGSNDDQLERARARAAARAASVRRRSL---------AASLAPRAAAQQQHDLLNRDQVMDLFHNCIKLASENKINQKNTWELGLIDHLSE   120
     Barren_Dm -----------------MTLPRLETPLRRSAVGS-----------------YQEGVSRMLTPFNDDEAERREARRR--TLLQQH-----------------------HRSSTLESIEDNETIKNCLELYNGNKVSKDNAWNLMLIDSLAN    91
  Barren_Anoph -------------------------------------------------------------AANDDEAERRSRRS------------------------------EVTLNDSTSAVEENENIKMCLKLYSDNKMSKENAWSLTIIDSFAT    59
     Barren_Hs RRRQGKMGPPGPALPATMNNSSSETRGHPHSASSPSERVFPMPLPRKAPLNIPGTPVLEDFPQNDDEKERLQRRRS-RVF-DLQFST---DSPRLLASPSSRSIDISATIPKFTNTQITEHYSTCIKLSTENKITTKNAFGLHLIDFMSE   145
     Barren_Mm -----------------MNSSFLKARGQQDVLSSPLERVPPASRPGKAPLGTPKTPVLEDFPQNDDEKERMQRRRS-RVF-DLQFST-----DSIHLASPNRNIDVSTTISKFTNTQITEHYSTCIKLSSENKITTKNAFGLHLIDFMSE   126
     Barren_Xl -----------------MSTSTPQSGGRRKPETPDSAFLSPATRP--QPISAAATPTLLNFTSNDDERERKLRRMS-RV-IDLQLSNANSPATAISPAQSRGADTPTSLLPKLNNTQISDHYSTCIKLSQENKITTKNAFGLHLIDYMGD   129
     Barren_Sc ---------------------------------------------------------------------------------------------------------------------MMANFEEWIKMATDNKINSRNSWNFALIDYFYD    33
     Barren_Nc ----------------------------------------------------------------------------------------------------------------MKRVPILANFEEWMKMATDNKINAANSWNFALIDYFHD    38
     Barren_Sp ----------------------------------------------MKRASLGGHAPVSLPSLNDDALEKKRAKENSRKQRELRRSS-----ALHSITPRRESLNNSSPFNSSHQVPVLSNFEEWIKLATDNKINSTNTWNFALIDYFHD    99
Barren_Plasm_y -----------------------------------------------------MKKLGVSNKANANFTQIKGPDPIFKNPIEFNKNL-------RRLSFLNNKDEDLNKSEKNKVKEINDVFKNCMAALSHNKICTRNAFDIRIIDHLED    90
Barren_Plasm_f -------------------------------------------------MKKLGVNNAGENKGNSIQNKDGTNKKTIEVNKNMRRLT------FLNNESNDSIEGNKNKYDKNKVKEINDVFKNCMVALSHNKICTRNAFDIHIIEHLED    95
         ruler 1.......10........20........30........40........50........60........70........80........90.......100.......110.......120.......130.......140.......150

               :                          .*  *. :::.  *:*  *:: :  :. ..                                                                   *:                  *. :  
Barren_Encepha IDEFRE--RQ---------------GINFQKASCTLDGCAKVYSTRVDDVSENAMRLLEGSGREEA-----------------------------------------------RKKQGKKVNKVTIEKNICNLNIKVSSSRRCVDPKFLY   120
     Barren_At IIKVEDENNT---------------ETNFQKASCTLEAGVKIYSMRVDSVHSEAYKVLGGITRAGHDDGGDHEDAAGAVENATNQK---------------------------KQPEKKISPLSTLEPSFDALNVKKFDVAFAVDPLYHQ   215
  Barren_Oryza IIQAGEEDDD---------------ETNFQKASCTLEAGVKIYSLRVDSVHSEAYKVLGGINRAGRGDEAGTKDTLKIQKKVAI-----------------------------QSIHKKISPTSTLESSFDSLNVKKFDVAFTVDPLYHQ   226
     Barren_Dm LLDHHH--KR---------------MSNFKMAGSSLEASSKVYGLRVDSIYLDAMRISAGLSARTLTDKQINAAEDDDGPQGEQATGEGQDSAQQAAKE------------AAPKPKRQKKPISTVTKNRETLN-SRLDTAPLQDPVFGK   211
  Barren_Anoph LMSRHS--KS---------------LQNFQVAGSTLEASTKVYGLRVDSVHTDVMRMCSELTRQTARAMNNNAADQDDEEAGGEGNAGDQSMVEGGDGGGNKENEQTVTQQPKARKKRTRKVVSTITKSKDSIN-GPLDTNPFMDPFFAK   191
     Barren_Hs ILKQKD--TE---------------PTNFKVAAGTLDASTKIYAVRVDAVHADVYRVLGGLGKDA--------------------PSLEE--VEGHVAD---GSATEMGTTKKAVKPKKKHLHRTIEQNINNLNVSEADRKCEIDPMFQK   253
     Barren_Mm ILKQKD--AE---------------PTNFKVAAGTLDASTKIYAVRVDAVHADVYRVLGGLGKDTPPQGE-----------------------ESHSGD---GSTLETERTKKPAKPKKKQSCKTIEQNLSNINVSEADGKCAVDPMFQK   233
     Barren_Xl ILKHKD--SE---------------LTNFKVAAGTLDASAKIYAVRVDAVHADVYKVLGGLGKES--------------------QATEDTENQETDTG---------PQDGRKNPKRRKCSYKTIERNLNSINRSETERKSEIDPLFQK   233
     Barren_Sc LDVLKD--GE--------------NNINFQKASATLDGCIKIYSSRVDSVTTETGKLLSGLAQRKTNGASNGDDSNGGNGEGLGGDSDEANIEIDPLTG--MPISNDPDVNNTRRRVYNRVLETTLV-EFETIKMKELDQELIIDPLFKK   164
     Barren_Nc MSLLKE--GD---------------GVNFQKASCTLDGCVKIYTSRVDSVATETGKLLSGLADSRDSKKRDRGEGEDGGDDDEEEDEVDENG----------------NVLKKRRKKTQRSSEATLAPSFASLQLKKFELEFSVDPLFKK   155
     Barren_Sp MSLLRD--GE---------------DINFQKASCTLDGCVKIYTSRIDSVATETGKLLSGLANDSKVLQQTEEGEDAEND--------------------------DEDLQKKKERKRAQRSVKTLVKDFESIRAKKFELECSFDPLFKK   206
Barren_Plasm_y LVNLND--EEINEELNDELLETGDFNLSFTRASKAIEGATKVYGYRVEAIYDQTYNFISNMNIAKKSDTNDDVIDEKKHVNEI------------------------TNKKMKKRKLEFFQESSTLAKPSDITIESVSVSNISVDTFFLK   214
Barren_Plasm_f LINLND--EEIPEELNDEMIENGEFNLSFTRASKAIEGATKVYGYRVEAIYDQTYNFLTNMNLAKQFELDNDMMDDNKNTIDP------------------------LNKRMRKRKLTYLQESSTLAKSSDITVDSLSLSNISVDTFFLK   219
         ruler .......160.......170.......180.......190.......200.......210.......220.......230.......240.......250.......260.......270.......280.......290.......300

                                         : :                                                                                                                         
Barren_Encepha LSSLPENT----LMIDSLGISS-DGVLRMSSCRD-----------------------------------------------------------------------------------------------------EGTVIVDDFKMSMDF   164
     Barren_At TSAQFDEGGAKGLLLNNLGVYG-GCQVLFDSQEIPGKLVSSANKHDKSETIDLSFVKGL-------------------------ALLADMPRS----------------------------TIVHVLLHYAFSDVVVKFVECVEQMVLNM   311
  Barren_Oryza TTAQFDEGGAKGLLSYNLGVYD-SCRVLFDSFEAPDKCI-----------------------------------------------------------------------------------LSDMQTEMAELIGLSFAKEQIEQMIIHM   292
     Barren_Dm LNSTCGASINASNRLMHNILPSFDSELRLRTTYNFWNSEESTEEVQDHTT---------------------------------------------------------------------------LNAEMEQWPATSLMSTNLMRKLLPH   286
  Barren_Anoph LNSVVGDVNSSSRLMQNI-VPTKQSELRLGMDYAFWDPAPSPE------------------------------------------------------------------------------------LDLDGVPEAYEGLECSTMRFLPL   256
     Barren_Hs TAASFDECSTAGVFLSTLHCQDYRSELLFPSDVQTL------------STGEPLE-LPE----------------------LGCVEMTDLKAP-----------------------------L------------------------QQC   315
     Barren_Mm TAASFDECSTTGVFLSTLHCQDYRSELLFPSDMQTL------------SSGEPLE-LPD----------------------LGFVDMTDLEAS-----------------------------------------------------LQQC   295
     Barren_Xl AAASFDEFSTAGVFLSTLKCHSYHSELHFDADVKPLSTAEETEPPSP-----------------------------------GSMDSTELKSL-----------------------------F------------------------LQC   295
     Barren_Sc ALVDFDEGGAKSLLLNTLNIDN-TARVIFDASIKDTQNVGQGKLQRKEE-------------------------------------------------------------------------------ELIERDSLVDDENEPSQSLIST   234
     Barren_Nc ASADFDEGGAKGLLLNHLMIDS-QGRIVFDSSDDAIDTLDSRNQKAAEENDQDADPDAM---------------DIDAMEIDGQTEKTQTRTQ------------------------------QQEEEEEDDVEIDIASLGARFFPDLGR   259
     Barren_Sp MCADFDEDGAKGLLMNHLCVDQ-HGRIVFDSSDTVIKDLENKDVEAESQEAVVAAPIES----------------------------------------------------------------HDTEMTNVHDNISRETLNGIYKCYFTD   291
Barren_Plasm_y LNITYDHSAGISYLLPNLTLNN-DLSIQFDGDIDTCEYKKKMKFEEKLGKQNIERRNEK--------------NLGSNDELNDMLQKNESPVK-----------------VGEYVTFNDNDKIMAREYKSKLYTNSDILREMFCGNEIEE   332
Barren_Plasm_f LNSTYDHSCGQKYLLPNLNLNN-DLSIQFDGDIDVCEYKKRRKTLDDIGKDGVKDKEDGIHIIMKNKNDDNCDTYDKIICNNNDINKVDEKKNNDVDICENRNKKNESCNIYVDTFNVNEHKEFFDIYKKKLFLNADILKEILYGGP-DD   367
         ruler .......310.......320.......330.......340.......350.......360.......370.......380.......390.......400.......410.......420.......430.......440.......450

                    :                                               :                          :                                                                     
Barren_Encepha PKGLLISPSISEDK--------------------------------EIRDIVMEPIVDNDA-------------------EVSDEHAG----------------------------------------------------------FSGD   205
     Barren_At RKKDEIVPSLRAIINQF----------------------------DEENQRPSDTFSCGQQT--------------TESFDISHGNDA---------------------------------------------------SYADDDEGYEN   368
  Barren_Oryza PLCNDISPTLSNIVYQF---------------------------DDENRRPPHEAISRQIPV------------MEDQVVDGNDVAND------------------------------------------------------DITQNDMQ   349
     Barren_Dm AERSNLRPLHTGYIITS------------------------APNPKSANEKAAEVVQDEDHDEGLDNADDVCVNKISMAFDINAECEP---------------------------------------------------------MPDLD   355
  Barren_Anoph GPNNLLRTLRSGYLITD-------------APAEADEDEEDARTNRTSLDAHMDDVEARDHSAALLNR-----SALDVHFDINAEVEP----------------------------------------------------------VPSG   330
     Barren_Hs AEDRQICPSLAGFQFTQ-----------------WDS-----ETHNESVSALVDKFKKNDQV-----------------FDINAEVDE---------SDCGDFPDGSLGDDFDANDEPDHTAVGDHEEFRSWKEPCQVQSCQEEMISLGD   417
     Barren_Mm VEDRPLCPSLAGFQFTK-----------------WDS-----ETHNESVSALVDKFKKNDQV-----------------FDINAEAED----------DEEDVPDGPLVEDFVDNDEPDLSAAGDHEEFRSWKELCQVQSNQEEVISLED   396
     Barren_Xl VEKRPLCPSLSGFRFMQ----------------------WNSDAQNENLSLLMDKFKKSDHV-----------------FDINAEVED------------DFVESEAPVADEFDADVCEGMDAGDIGEFAEHREACRLERKGAQLTQIGN   394
     Barren_Sc RNDSTVNDSVISAPSM----------------------------EDEILSLGMDFIKFDQIAVCEISGS--IEQLRNVVEDINQAKD--------------FIENVNNRFDNFLTEEELQAAVPD---------------NAEDDSDGFD   325
     Barren_Nc LDEMDVCPSLKTFILGD----------------------PSGSLDIPFLRAPEDWRQEQDRAKTPGLGN----KSGFIIDDENP---------------LGFDDDDALGAFDLGGDVDVAFGEGGEA-------WAREAAIEPQMMRVFD   361
     Barren_Sp IDQLTICPSLQGFEF--------------------------------------DSKGNLDVSLLKSLSDEVNMITTTSLVDNTMEKTD---------------ADAASLSSDSDGEEGHI-----------------VHALEEMAYDEEN   371
Barren_Plasm_y FNNLNICPELDYFKEEI----------------------KNLKLKRSDSKTLDDEDIDNYNEDDDTGLDKFSKKKNELNLDENMSMDNLLGDMDGNNNDDCNNENMNDNGNYGDNNKILESSFNNNLNF----DDCNIDDLNIENVMQES   456
Barren_Plasm_f FNSLHICPELDYFKEELKKHKLKRTDSKDTDDVDKEDGDGNLYNDDDIGNTDKNNIINFYDENLGCNMSNNMLMESIYNSDALNTDRKNIFPENLGMSCGNLNEEKKNNNMNSSNNNLNNCNYDNNDLYLG---DYRMDDLNIENVMQES   514
         ruler .......460.......470.......480.......490.......500.......510.......520.......530.......540.......550.......560.......570.......580.......590.......600



                                                                                                                                                  ::                 
Barren_Encepha NFELPEILPPSSNQNPVYKEN--------------------------------------------------------------------------------------------SFSY------FKGWAGPNHWKVQAK-KGRSG------   250
     Barren_At FGTSFDYEGQSGDVDENFGPNEAEPIY--------------------------------------------SNFHEEVEPASLQDMDSDDRLENVDDYL---------------FLSLGISSKQNSWAGPDHWKYRKT-KGPDV------   452
  Barren_Oryza NDCGTWDFGGCDDQESVYDEHCDPMDH------------------------------------------SSMNGQEETDEYTFESAEGLDVNERIDKIADFL------------SFGMGFSAKTNAWAGPEHWKYRKA-KDLDP------   438
     Barren_Dm GPPPLVLEVDSNELEELTAEEQMVINN---------------------------------------------CRRLRKQTEFIEDLRPVDGNSKLE------------------YSYRPMDQISQFWAGPSHWKFKRT-RPRST------   435
  Barren_Anoph DAFILDYDAKDIDGNDDFAEDDELALE--------------------------------------------QCKGLMRKTVVIEDMRPLDTTSSHL-----------------EYSYRPLDNISQFWAGPAHWKFKRSMRPRST------   413
     Barren_Hs -------------------------------------------------------------------------GDIRTMCPLLSMKPGE-------------------------YSYFSP-RTMSMWAGPDHWRFRPR-RKQDA------   461
     Barren_Mm -------------------------------------------------------------------------RDIQVMCSFLSMKPGE-------------------------YSYFSP-RTMKMWAGPDHWRFRPR-PKQDA------   440
     Barren_Xl -------------------------------------------------------------------------GDIGTMCLQLSSCPGE-------------------------YSYFSP-RTMSMWAGPEHWRFRPR-QKAST------   438
     Barren_Sc MGMQQELCYPDENHDNTSHDEQDD--------------------------------------------------DNVNSTTGSIFEKDL-------------------------MAYFDE-NLNRNWRGREHWKVRNF-KKANLVNKESD   398
     Barren_Nc AGLDIGEGEGGDDGDGVDGDLEMI--------------------------------------------------DQDKGDFGMVNMTNAQKTDRLHED---------------ILSYFDQ-ALSKNWTSAEHWRIRKI-KDVNK------   438
     Barren_Sp PYVDVVPKAMDESENPDFGVDTEVNMA------------------------------------------DGSTMNENYSIISTAAANGV-------------------------YEYFDK-SMKKNWAGPEHWRIQAL-RKNIN------   446
Barren_Plasm_y MAFDNMNLNDSLNNNLNLSQNMLSLHHNSNILGGNIPLPELMKSENKDFSLINSFTGNFNFSSQNMLFKNQDKGSPSKPKHMLSIIPDDDTLWNRQAIS--------------FESRLNAIDVNSKFN--YHYYNPSKLMINGN------   584
Barren_Plasm_f LG--FDNLNYSCDKNMNFSNNNGMLLQ-------QSINMMDGMNFPELIKSENKELDLGNTQINNEHYLLKNNYDIHKRHSIISEVPDDDTLWNRSVMTFENRINAIDINNELNYHYYMPNKLMMM----GNFRNLIDINKN--------   643
         ruler .......610.......620.......630.......640.......650.......660.......670.......680.......690.......700.......710.......720.......730.......740.......750

                                                     :     :                                                         .             . .                               
Barren_Encepha ------------------------TQKQ----------KEASFLDFT---ETV----DYE---GM--LEPGN--TLFDPAFIVER--RESRHTL------PQDFRLEV--------EDLY-RYLVRDGLFYKK-----------------   318
     Barren_At -------------------QPASEIKSSPPAKKTRKKKQAEPELDFA---KAL----EEEMPDIF--APPKNPKTLL---LPASR--TPCQTKL------PEDCHYQP--------ENLI-KLFLLPNVMVWL-----------------   537
  Barren_Oryza ------------VPTKPDDSDAPKKTKKKRG-------KDEPDIDFS---KAL----EHDMPNIF--APPKNSKSLLLPA-----NRATSNNKL------PEDCHYRP--------ESLV-KLFLLPDVLCLA--------R--------   524
     Barren_Dm -------------FSQTNGQVDTQPIRTQRA-------KKSAHLNANRRAKALDYG------NVTENFFQQLDTTIRQRKANFQKKWDPRKLIL------PTKFELDP--------DLFF-KYESAPSIKLSKRAGEPDSDEG-------   537
  Barren_Anoph -------------MAPPPSDTASQTSSTTAKGRAVGRRKKTFEPDTL------DDVLSVTETLFQEYNPNRPIRGITHLKSLVCKKWESKKLKL------PTDYKIDP--------KRFD-LYKYARGLSMPDYGAPNHAPS--------   521
     Barren_Hs --------------------PSQSENKKKST-------KKDFEIDFE---DDI----DFDV-----YFRKTKAATILTKSTLENQNW--RATTL------PTDFNYNV--------DTLV-QLHLKPGTRLLK--------MA-------   540
     Barren_Mm --------------------TSCTEHKKKSA-------KKDFEINFD---DDI----DFDA-----YFQKTKAATILTKSTLENQNW--KATTL------PTDFHYET--------DNLI-QLHLKPGKRSLKMDQD-------------   521
     Barren_Xl ---------------------DSDQQRVKKA-------KKVFELNFE---DDI----DFEV-----HFRKTRAATTLTKSTLESQNK--KSTTL------PADFHYDP--------DNIA-RMSLRPKDRIRKTTV--------------   517
     Barren_Sc LLEETRTTIGDTTDKNTTDDKSMDTKKKHKQ-------KKVLEIDFF---KTD----DSFEDKVF----ASKGRTKIDMPIKNRK--NDTHYLL------PDDFHFST--------DRIT-RLFIKPAQKMSLFS---------------   498
     Barren_Nc -------------------PQTGEPQRQRKE-------KQAFEIDFF---TPV----DRTLHDVL----HTQATTNSAISLPKKDWKSKSRNLL------PDDKHFSS--------KQLL-NLFLKPKARLGRKQRAFGRSNADNQNPDQ   536
     Barren_Sp NASTVFNSSNTAESSDNVSRSLSSTERKKRR-------ELDNAIDFL---QEV----DVEA-----LFTPATSS----LKLPKSHWKRHNRCLL------PDDYQYDS--------KRLL-QLFLKPKMSVL------------------   540
Barren_Plasm_y -------------FSNLMSMAKAAFKNKQGPLNALANKKLKTSFDIT-------------DINFENLYIEVNDVELSVYDLWNKEKKKYISN--SLFAIDQTSYIFETKDNCINCVNTVIDRIMKFARSPFIESQNFNTDIKT-------   699
Barren_Plasm_f -----------------VTNNINNNNKSTILQNIIMQKKMKYAFDV----TSI----DFE-----NLYTENNNIELSTYDLWKKEKKKYVSN--ALFCIDQTSYIFDTRENCVNCVNTVTDKVMKFSKFCVYPDFLHACNKNRNKHNNNN   761
         ruler .......760.......770.......780.......790.......800.......810.......820.......830.......840.......850.......860.......870.......880.......890.......900

                                                                                                                                                             :   . .*
Barren_Encepha -----------DQASAEEEMSIDHSPASCVIEE-------------------------------------------------------------------------------PEDEFVADIPSQGS------------QKMPIPFRKTPK   366
     Barren_At ------AKHRPSETSRQQPDDYEHGESWGNDNVYDD--------------------------------------------------------------DDGPFDDNENDQSDAEDTNTLISQPRQV------------NKIDVQYDKASK   607
  Barren_Oryza ------RRKKPLGGSRENTDDFIPSEPWDGDDFCND------------------------------------------------------------------HVDEGNGDTDVEDAVDLITKPRQV------------NKIDIQYDKVSK   590
     Barren_Dm ------GDLGIDMDADMHHDDDNDQELFNNEHFTDAV---------------------------------PANVSVIAAIAAEQAAEASMMNVSAGEIGLTQMNATCNNTVFEIGTE-FEGAPSQV------------AKVIVPFAKRAK   635
  Barren_Anoph ------EEYNCDGGDDQISCSNDTNDGGDNDMMMNH-------------------------------------------DDGGFSQMDHDNGGPVEEQHEKDKTMNATVGLEAISTE-FLGAPDKV------------HKINIAYAKTAK   609
     Barren_Hs ----QGHRVETEHYEE--IEDYDYNNPNDTSNFCPGL---------QAADSDDEDLDDLFVGP------VGNSDLSPYPCHPPKTAQQNGDT------PEAQGLD-----ITTYGESNLVAEPQKV------------NKIEIHYAKTAK   646
     Barren_Mm ------QKAKTEHYEE--IEDYDYNNPNDTSNYCPGL---------QAADSDYEEADDLFADP---------VGTLDLESDPKTTQENGHIS------PENQGVD-----ITTYQELNLVAEPQKV------------NKIEIHYAKTAK   622
     Barren_Xl ------QESVSEPEDD--IGDYDYNNPNDTSNFCPAL---------------------------------------QAADSDDDDGAFLGPESNSAGFSAENQM-----NITSYGESN-LVAGQKV------------NKIEIQYAKTAK   602
     Barren_Sc ------HRKHTRGDVSSGLFEKSTVSANHSNNDIPTI-------------ADEHFWADNYERKEQEEKEKEQSKEVGDVVGGALDNPFEDDMDGVDFNQAFEGTDDNEEASVKLDLQDDEDHKFPI------------RENKVTYSRVSK   617
     Barren_Nc VPEGTMDEAFWAQQKAPLNQGPSSQDDHLPQGDYDANFFQDDGLPFANGGDDDDDEDMDEEVFADARDHFSPGPGGTQGDGAAGKEGTAGLTMDVGMTGAFNGLTVTNPADLAFGTM-LVTQSRRV------------RPEYVQYARRAK   673
     Barren_Sp -------------PNADGEGQLQLNKALDDENDLDGI-----------------------------------QPHGFDSDGSDNVDEGIPPYGFGDSDSPKQTPLLTPPSSSGFGDN-LLLTARLA------------KPDMLNYAKRAK   629
Barren_Plasm_y ------NVILNEINNDYIGNDLDQINNFERRQTENMF------------------------------MDNMDDGQDYQMHEGLNDSIDKFYNMNFEDIWQNENKNDITKFGSKNDNTSIFQLHQSI-------GHANSLGSVVAPDNLPK   806
Barren_Plasm_f INKNHMNVILNEVNNDNILNDIDPINQDDFNNNIDNF--------DMENMDDMNDGHLHEGLNEAIDKYYNMDFDNIWANNDNKNNDNINNNNNLNNSTYNNMNSHNNNNNNNNNNLSLFKKHSNFFNTALFQFNHSNTFGNVPFENVSK   903
         ruler .......910.......920.......930.......940.......950.......960.......970.......980.......990......1000......1010......1020......1030......1040......1050

                :::  :*      :                                                                                                                                       
Barren_Encepha KVNIKKLKDSVLDSVKGGST------------------------------------------------------------------------SLLSIFEGIP-KVYNGEESKDISVHLCFISLLHLANEKNIQLKAVGNDIEVQMLQ---   440
     Barren_At QVDVQVLKETLWECLQESHQPPIQNL---------------------------IVQDEEHQQ------------------------EPPESRSFKVLLASFPDDCQAAERTQDISPHLCFICLLHLANEHNLSLIGSQNLDDLTIHLA--   704
  Barren_Oryza QVDVHALKEVLWNHINTSADTDDLED-----------------------------------------------------------KDTESPLCLSKVLQDLP-SCNPDAAATEISPHLYFICLLHLANEHSLTLRDRPTLDEIDIYIPAS   680
     Barren_Dm VIDMKNLKKSCNSLIQKQLLNAVPEE-------------------------TIPSHPKKKGEH-----------------------YSKGFASFQQVYQKLP-DLLTTKMSDSLSPSVAFYAVLHLANDLKLRLIPQEDLEDFQIRQVLD   736
  Barren_Anoph VIDMKQLKYNCWRVISSHVQAEVGPP--------------------------PTQQPAASQQPDVTMPPPTQ--------------PEETRITFSALYRKVP-QLLSKTMSENISKSLAFYAVLHLANEKSLLLGRQEDLNDFTIRKEDD   718
     Barren_Hs KMDMKKLKQSMWSLLTALSGKEADAE---------------------------ANHREAGKEAALA--------------------EVADEKMLSGLTKDLQ-RSLPPVMAQNLSIPLAFACLLHLANEKNLKLEGTEDLSDVLVRQGD-   747
     Barren_Mm KMDMKKLKQSMWSLLTKFSRKEADTE---------------------------ANHTESGQEGAPE--------------------EVADEKKLSGLTKDLQ-TRLPPLMAQNLSIPLAFACLLHLANEKNLKLEGTEDLSDVLVMQGD-   723
     Barren_Xl KMDMKRLKSSMWSLLANCPESQEEM-------------------------------PSSKEEIDA--------------------ALITDEQVFSSVTHGLQ-KRLPPVMAQNLSVPLAFACLLHLANEKNLKLQGMDDLSDVMIMQDD-   699
     Barren_Sc KVDVRRLKKNVWRSINNLIQEHDSRK--------------------------NREQSSNDSETHTE-------------------DESTKELKFSDIIQGIS-KMYSDDTLKDISTSFCFICLLHLANEHGLQITHTENYNDLIVNYEDL   721
     Barren_Nc KVDVRRLKEELWRGMGMDMLNGVRFFFFFFFFFFSSLLFSSLFFFSFFFFLFVSSSFYFSQLLTTRTTDTNNNNNNNNKPRRLPPLPTPNDDPIRPTTELLSRTSQRRGRRTARKTNAQVHRSHELAAKSLPETSHGRHLHQLLLHLLVA   823
     Barren_Sp KVDVRVLKEKLWKCLDLENTIKENS----------------------------INSHIEGSEMESE-------------------ETNMPVKSFFSTVNQLE-ETYEKKELKDISTSFAFICVLHLANEHNLELTSNEDFSDVFIRPGPN   731
Barren_Plasm_y FVDVSKIKKILFNIVKPDENEENAEN--------------------------ENEENKKNSDSSKQIVPYEGEK----------------TTTFKNIINKDANFVNRA--------HELYICILYI---YFLT-----------------   886
Barren_Plasm_f FVDVAKIKKILCDIVKPNEEQKSNTN---------------------------DSLCEYQTEKDNQIVTYTAEKTTTFEEIVKEVKHNEYNKD-KNIYNTTT-AKLNESEASSTSIHMLFVCLLYTCNDQELLLEKIPNQNNFYVRYGLP  1024
         ruler ......1060......1070......1080......1090......1100......1110......1120......1130......1140......1150......1160......1170......1180......1190......1200



                              
Barren_Encepha ---------------   440
     Barren_At ---------------   704
  Barren_Oryza SLVK-----------   684
     Barren_Dm ---------------   736
  Barren_Anoph GDAD-----------   722
     Barren_Hs ---------------   747
     Barren_Mm ---------------   723
     Barren_Xl ---------------   699
     Barren_Sc ATTQAAS--------   728
     Barren_Nc SCQRKRVGD------   832
     Barren_Sp LTTLEALENDV----   742
Barren_Plasm_y ---------------   886
Barren_Plasm_f VECHVNHDDIPMLKN  1039
         ruler ......1210.....


