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Ecol Oryza sativa ------- NGEGEF! [l VLLVHHRNYI'ARYNKFI NVENERSENANGPKI SAFFKRGAPGPDKSSE- - - GLTHREESCATEAK- RPKSCADEKVL NKKRNYAGFHLELGEPDFLL- HVESVE
Ecol_Sor ghum bi col or --------- CCRRLLRI SPRRCGRQIGEEGREERVERRSEANVGPKI SAFFKRGEADPOPNSEDGECNGHESD! AATEAKRKAKECRRDEL VSKKRNYAGFHLEL GGPDFL E- HTESVE
ECO1_HOr deUm VUl Qar @ = - == ===« = - cmmmomm o2 mimmo oo SVSMUL- - - == === cm e o e - G- - SEATEAK- RPKSCEDEKVLNKKRNYEGFHLEL GGPDFL LPHVAAVE

ECOL Al NEW --------- KI NSFEKPSSSSSI'AASVIRICTCDEL AVWENNRNAI VNIGRRSAI TERS- - - - - - - - - E\/LKCCI EKTLKKESSSVPKNHKKKRNY TGFHLEL GESDFLL- RHEAEC
Ecola_NMm BEVQNEERL RENPSEAVVSSKESTL DKHCFPSENSLCENKTI SPESVY- - PI FNVSSVNTKR- - PEEGSSV NFLKCTNVPKNI NSRCTNKEEKDELVI BAGEKHFET- TVEKSC
ECOLA_HS - - = - === == === == mm mm e e ASSVNSKRSLGEECFSVCS- - - NFNKCTNI GLYTNTRCTSKKTKDGLI | BAGGKHFGA- TVEKSC

ECOL_DANI O_F €11 O == === == === === &= = &= = &= = &= & &= e e e [Reemm e RENKKCTDONGLI | BAGGKGFGA- TTEASC

Ecolb_Mm --A | CSASEVERNPLENTAAASJILLSGAKI CE- DRTEPESAPNCCHSVL SCEASI NRKNREVPPN K!D LEI Tl PKSLKLKCSEKVDEKGLVI BAGHKRFGA- VSCNI €

Ecolb_Hs --A CCLESKLENSPVENVTAASTLLSCAKI CTEENKFPGSAP- CCHSI LSNCTSKSSENRETPRNHSLPKCNSHLE! Tl PKDLKLKEAEKTDEKELI | BAGGKRFCGA- VSCNVC

oo N e e e LR

ECOl_Strongyl 0CENt I Ot US _PUF PUI - - - - - - = - - - o o o oo e e L oo
Ecol_Ciona_ i Nt estl Nal i S - --- - - - m o oo oo oo oo o oo

Ecol Ca ---------------- e NESI NSG- - - - - KPCKI'GSI LALPS------------- NFKKI TCSTCONTYNPHI SCOKLLHNKYHEENFI NGl PUN- - - - - - - -

Ecol_Sacchar onyCes Kl Uy Vel i - - - - - - oo oo oo m o e e e e e oo
ECOl_SC ----------mmmmmi - VKARKSCRKAGSKPNLI CSKLCQVNNES- - - - - - - - - K- SNKI' VKCCKCENSYSSTSI EDRAI HEK LCLHCRK\ASP- --- NG

ECOl_Sp ---------mmmmm e e PLSDETNNKRAFLCAFLG- - - --------------- NCENL TPNVWKKCTPKAI SNSSCNV LANSTVT- ---BSEC

oY T VGPKLFPI FTGRLGP- - - - = - - - = o - e - - VVCKSLRRRPDTSNVRLLTAAGES KAFG- ARCCCCC

Ecol Ce ------------ VKDPELPKNSLKKSKL CDYFKKVERNTEENL CECSTSADVCKSLRCPKRK- - - VLOCDATEDNI | AKKEKRAVRKRSSEHSIVKKLAK SVI CS- TKCKDC

Ecol_Yarrowi a_lipolytica -------------------- VKTYRAKR SECCVFSSSPRCSPETSPLCPPNESRLN- - - - - - - - - - - - | KAACAVSPCCKRAKVVKKPAKTKAP TTSTJl- - - CKTC
Ecol Lelshmania ----------cm-mmmmm - SRPLFTVFCTASP- - - - - - - - - - - - oo - oo - - - ARRRCFECRHNVSSSCTWTCT LRRC ALCI SRNTCKEGA
Ecol_Trypanosoma_brucei -----------mmmmmm NHNSVPASI\ICSPFREETVS ------------------- KRCKRSRCTCCDDKI TRETCSCPFSVI TLPPEKLLEWLVCSPC
ruler 1....... 10........ 20........ 30........ 40........50........ 60........ 70. ..., 80........90....... 100....... 110....... 120

ECO1_Z€a_IMBYS - -=------ - -o o oo oo osoooosooso-o-ssooo-------- LNS-------- KSKVKEVI TVWEKELCGFCEE- - - - - - KLLBKLCKV)LNI - SACE- - - | VECL

Ecol_Oryza_sativa GM ARCNI:E.KA'KA- SYFEGVP- - FKEVRNETVVARS- - EGEGE- Rl | LVACENSCAR- NS VI KWCKELCFCEC- - - - - - CLL!KLCKEI | - SSCR- - - | VECL PI
Ecol_Sorghum bi col of GNMYARG- - - - - - - = = = = == = = o e o e o e e e e e m e e mm e e oo oo NCE aoﬁgH SXG--------- PFKCWKN- - - - - = = - - oo e e - - TV
Ecol Hordeum vul gare CNMMYAPX- - - - - - - - c o oo e e e e e e oo CN- CCDEERFIFCAYHKEAYFR- G- - - - - - PSRSKEXCR- - - - - RRKN- - - - - - - - - - REGL
Ecol_At _new CAKYAPCCELBEKNHCSFHKDYIVYELP- - FKEVWCNEKAFEISP- - LFI KNRI VIVWSENBSPAH- RN LCGEC-------- W LECHCKVYLFI - SSCR- - - | SECLVAEPI

Ecola_Mm CGM MTASN L CHEHRFLECI K- - FVEVKRERVVAEEF- - V- - BEKI VLVLPRBPSYA- | K VCELVDLELCFQ@TV- - - - - PVCPDKTKTFLFI - DEKR- - - VWCCLI AEPI

Ecola_Hs €M YTASN VCHHHRELECI K- - ¥VEVKKERVVAEE- - W- - BCKI VLVLPHEPSFA- | K VCELVDNELCFQRVV- - - - - PKCPNKI KTFLFI SCEKR- - - VWECLI| AEPI
Ecol_Danio_rerio GM TCFHCRFLETI K- - FVEVWKKERVVAEF- - V- - BCKI | LVLPCEPKYA- TR VRRI ADSELCFCCI T- - - - - LSSPSSAKTNYLFI NTCKX- - - VWECLVAENI
Ecolb_Mm GNML LLFHENCFI SAVK- - NVCVKKERI LAEX- - P- - BCRI | MVVLPEBPKYA- LK | REMVDNCLCGFCQEAP- - - - - LVCYSRTKTLLFI SNCKK- - - VWECLI AEHI

Ecolb_Hs CGNL NGFI SAVK- - NVEVKKERI LAEY- - P- - BCRI | MVVLPEBPKYA- LKKVDEI RENVDNCLCFQQAP- - - - - LVCYSRTKTLLFI SNCKK- - - VWECLI AEHI

ECOL Xl - - oo oo oo m oo LCFCEVP- - - - - LRLESRTKTLVFI SSCKK- - - VAGCLI AEHI

Ecol_Strongyl 0Cent I Ot US _PUI PUF = = = = - = = e s m = e e o o e e e e e e e e m o o e o e e e = oo e = = = m m m = = = === === === = = e e e e e e == == e — e e e e e e e e S eeeSeesss--eeeseo—-=-------
Ecol_Ci ona_intestinalis --------- HBEGHCQHKLEBCRENVI LR- - FPSVK| ITV CRI VKI LPTEPKFA- CK | LELI DSELGFS@N- - - - - - - - I STTRVS!\}V.DC% VFCC QI

Ecol_Ca --- |KTDNI: ----- LI I ENFELVETRP- - KLNSTEKS - - |RC FKESI | CI NKSNKRHI G LLNI\NNa aDS qv\KKPEFDRSKA | -1LCSK- - -

Ecol_Saccharomyces Kl UyVeri - - - - - oo e e e e e e e e e e e e e e e e e RKKRX - - e e
Ecol_Sc SI'WWTER S— -- HLSRSIETI IP- - LNSSPLKKSSPSI - - EKI \/!VRPDKSNCE— VRANTEI NTLVNNELNAPHDENVI VN EEKCKAF I - RNDR- - - AVEI | | I ENL

Ecol_Sp SNMEYNSTS LLHSRFBSRVLEEVT- - - VSFCCSPI ¥RVN- - CL SDCI ¥SI NSESSL| DGR ALSFVNNELSSEP- - - - - | ETI CVDKYTTFL DKK---C\/CLLL RI

Ecol_Dm EGLVYTVHE LL R N- SI HVLR- - FKGWI DECI VS ASBCRI | RI NERAPTAR- LCRLREL| EVVDKELGYSS- - - - - - - Yl VPKI FVAFI A - - - | VEFCLVGPL

Ecol_Ce RNMMYSVDS NAWRFREE- - | SRIIFVPNFLNFHEN- RDHENF LATFADCGPFKKLFNEHVKKI NEEL GYCDEK- - - - NDLVWSPEKRI FLVL.VR RMLI CCI LVI EKI

Ecol_Yarrow a_lipolytica € CVAYCGPBI S KSF STALNGPK- - WKPSVSAVWE- - - - - - - - - KS 'YKSRLL SHPCVSCFLKLVNSELNAPEP- - - - - - - | LSSCAA VWECR- - - - AVECVLVDRI

Ecol_Lei shnania P ACCCCSACSAPE KRSKVRPS- - CCS- ATLR---------- SAVLA AHESI ESPEAVSHCCECVWVI VHVKAARDE- - - - - - VRCASAKTAS- - - - RAPVMFVDCVCV.

Ecol_Trypanosoma_brucei R- VYCVNLPRSRNNDNNI SSLCCAVL FFVE.CCR SCVAKVCKPCLRKVLLRALAAVRCEMESVDBI PHCSLLVVAVSPI N- - - AFSSECI HCASRIJANPRARECCKI VELCVAREL

ruler ....... 130....... 140.......150....... 60....... 170....... 180....... 190....... 200....... 210....... 220....... 230....... 240
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Ecol_Zea_nmays KT RVI PSSTECIP'DLPV_RCKNCI—.L.FC]I SFKREI | RRESRSVKNKEECCDCPCAI LCETEAVPALCEFRAI VWAPSCRRKRIASKLNVBVARKTFCEG- RTLGI SGFA

P 169

Ecol_Oryza_sativa KVI PEGSTE- - - -----------ENGN------------mmmmoo KNKEEYRDPCAI | CEKEGVPAHCCFRAI WVPSRRRKRI L MBAARKSFLEC- ETLCI SQCAFSP 296

Ecol_Sor ghum bi col or NXXXXXXXXXXX ————————————— RRHN ——————————————————— | KNKEECCDPCAI | CETEAVPALCCFRAI WVPSRRRKRI LIMBVARKPFCEC- RTLCGI SQFAFRTP 233

Ecol_Hor deum vul gare XXXXXXXXXXXXe = = = = = = = = = = - - - XXXKK= == m e XXXXRXXXXXXXXXXXXXXAVAAL CEFRAI WVPSCI | KEI LVEAARKSFCEL- GALCI SQCAFTP 182

Ecol_At _new KEAFKLIIASPDD- - - - - - = - == = = - o e e e e oo ERGLDNGVI VCEEEAKPAVCCI RAI VWSPSNRRKCI LLEEFRESFCNNEGCVL EKSELARSC 282

Ecola_Mm KCAFRVLSEPS- - - - - - - - - - - - - - e o e oo ASK- - - ECSRAVRCSDVPEPAI CCl SRl WFRLKRRKRI ARRL VRNCFIVFG- CFLSTNEI A 295

Ecola_Hs KCAFRVLSEPIG--------------- P- % ——————————————————— PSST- - - ECPRAVWCCSDVPEPAVCCGI SRI VWFRLKRRKRI ARRLVBILRNCFVFG- CFLSTDEI A 248

Ecol_Danio_reri o RCAYRVLECCEK--------------- G-KD---mmmm - VSKKNFNCHHRTWXCSTVPEKAI CCVSRI VWFSLMRRKSVAIRLLBTARNTFMYC- SHLTKEEI A 219

Ecolb_Mm CWEYRVI EEKLP- - ------------- VIRS----------mmmmem - - EEEKVRFERCKAWCCSTLPEPAI CCl SRI VWFSMVRRKKI ASRVI ECLRSNFI YC- SYLSKEEI A 306

Ecolb_Hs CWEYRVI EEKLP--------------- VIR ------------------ EEEKVRFERCKAWCCSTLPEPAI CCl SRI WFSNVVRRKKI ASRVI ECLRSNFI YG- SYLSKEEI A 306

Ecol_XI CWEYRVILCCLIP--------------- ECTS------------------- CKEKAL SERVKAWCCSTSPEPAI CEVSRI WFSMVRRKKI ASRVLECLRNNFI YG- SFLNKDEI A 120

Ecol_Strongyl ocentrotus_purpur -QCYRVI VE- - - - - - - - mmmm e ECKAECGNDSCKAWCCETESEPALCCI SRI WPRSTX- - (I ASRMBCLR- - - - - - - - - - - - - - - - - - - - 55

Ecol_Ciona_intestinalis KREFPLLET---------mmm oo VTSSEVMVSCSL CSTPVIICCGVSRI VWVCHAPHRKRGVATRL MBALRCSFEVLEG- ERLNVNGVA 165

Ecol_Ca G------ PE----mmm i m e e QERVWI HKTCSI VPNCI NKNWVI €l SRI W SRKWREYCLCKKLLNVVLKNSI ¥S- VCLLKNEVAFSC 233

Ecol_Saccharonyces_Kl UyVeri ---- - - oo e WVI LETKDI VP- QVSPI VKLEGI SRI WCKNHRCGECI ALRLL ARKYSI YG- TEVAKVELAVSC 69

ECO1_Sc YEENEKIISS- - - - - === - - oo s oo m oo RERVWWVYDSRRLVG- NVYPDFKI €l SRI WCRTARKLCI AKLI BVARENI VIYG- EVI PRYQVAWSC 255

Ecol_Sp S(S;\!l o N I NNNSJISSAVYI KNENLRKEGFVLCI SRI \ﬁVSASRRKlCI LLL NALKKFI ¥C- YVI SPAEVAFSC 244

Ecol_Dm S - - ---- - - o FI QVDETDYFS- EESYPASCCVSRI VVVSPLCRRSCI KLLRVVECHEVLG- CEl ARECI AFST! 232

ECOL_Ce SRAVTN- - - - - - oo ooo VEKNVEVTCNNCI NDWI VEVERI WDSHCRVKGVANSLL ATTCDRCI\'FRSRRLRI AF 286

Ecol_Yarrow a_lipolytica TKCR----- - - - - m o e e EVEI CTETLELKEYPAVNCVSRVYVSCLFRRTCI VIJKLLBLAKSCFI NG- - - | GA- - - - - - - - - 239

Ecol_Lel shmani a P RALR- - - - - - - - ooo AQVTRVECSWCTETPLCEVRL MWWVSPASREREVAYLM ERARHAVCYC- FVVPAEHVA 224

Ecol_Trypanosoma_brucei Rl\'CESNVlHE CVCAAVQEG ---------------------- LEDCVEEDATRVEETNNVRKAFCEVCLVWALCYRRHCVAKVL ARRHI SYC- FEVPVERVAE!% 276
ruler .......250.......260.......270....... 280....... 290....... 300....... 310....... 320....... 330....... 340....... 350....... 6

Ecol_Zea_mays =KC PV- - - - - 193

Ecol _Oryza_sativa B SAFLVYKECDA- - - - - 320
Ecol_Sor ghum bi col or =KC SSFL 2PV- - - - - 257
Ecol_Hordeum vul gare E SAFL DV- - - - - 206
Ecol At _new E CSFLLYKACLI OEEFS 311

Ecola_Mmn PDGKLF PNFLVYNFHN- - - - - - 318

Ecola_Hs PDGKLF PNFLVYNENS- - - - - - 271

Ecol_Dani o_rerio PCCKLE PTEFLVYNFI S- - - - - - 242

Ecolb_Mn PDGKLF GCFLVYNFI NEC 334
Ecolb_Hs PDG CCFL NFI NGC 334

Ecol_X 3 SCFLWYN- - - - - - - - - 140

Ecol_Strongyl ocentrotus_purpur ----------------------------- 55

Ecol_Ciona_intestinalis | SCKSFA!K! PHFELIYNCST- - - - - - 188

Ecol_Ca FSCCENVLAKSENEVKH- KSCENLLPVMI E- 260

Ecol_Saccharonyces_kl uyveri ESCCELAKKNYNSVFHEKSCKLLI PCYI - - 96

Ecol_Sc DCSCCKLASKYNGI VH- KSCKLLLPVYI - - 281

Ecol_Sp ESCKCFI I S RNNCSSKSLI]A ES 273

Ecol_Dm CDCRALA F € DNFM -------- 253

Ecol_Ce CDGl KLARRFI EIRYC QYNCEI LI'Y- 314

Ecol Yarrowia_lipolytica ---------------ctccmmmo- 239

Ecol_Lei shmani a AMGSAFARRYCARCDFLVNHY- - - - - - - - 245

Ecol_Trypanosona_br ucei SLCKLFAK%SCRPDFLI ---------- 295
ruler .......370....... 380.........



